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ABSTRACT

The study included (48) Chronic Periodontitis samples were collected from both sexes
with ages between (20-60) years, in addition to determination the average of pocket depth.
Morphological and Classical characteristics of Tannerella forsythia using light and
fluorescent microscopy were carried , in addition to biochemical tests. The species shown to
be catalase and indol negative and without acid from glucose but Esculin hydrolysis test was
positive while no growth was noted on esculin bile salt medium. DNA was extracted from
Tannerella forsythia using the boiling method approximately (5.2-6.5) pug/ ul was obtained
with (1.6-1.8) purity. polymerase chain reaction using species specific primer to amplify
641bp fragment from 16SrRNA gene was performed. It was found to be a more effective
method for the detection of Tannerella forsythia in clinical specimen as it gave (43.7)
positive isolates compared with (20.8) by using conventional methods.

Keywords: periodontitis, Tannerella forsythia, PCR.

Inflammatory disease Periodontitis

%35

.(Niwa et al., 2011; Tortora et al., 2010)
(700) Dental plaque
(400)
Tannerella forsythia
Treponema denticala Aggregatibacter actinomycetemcomitans Dialister pneumosintes
Infectious agents Porphyromonas gingivalis
.(Boyanova et al., 2009 ; Yoo et al.,2007)
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(Bacteroides forsythus ) Tannerella forsythia

Bacteroides (1986) Tanner
Bacteroides Bacteroides (1989) Shah and Collins
Bacteroides fragilis
(1994) Paster .Bacteroides Bacteroides forsythus
Bacteroides forsythus 16SrRNA
Porphyromonas Bacteroides forsythus Bacteroides
16SrDNA ) (%86) 16STRNA

.(Sakamoto et al., 2002) Tannerella

.(Brooks et al., 2010 ; Kawasea et al., 2010)

Porphyromonas gingivalis  Tannerella forsythia

.(van Winkelhoff et al., 2002)
Tannerella forsythia
Immunosuppressive Adhesions

(BspA) Antiphagocytic factors
Epithelial Fibronectin and fibrinogen binding Coaggregation

attachment and invasion
(Saito et al.,

.2009)

.(Gomes et al., 2006)

DNA probes ELISA Indirect immunoflouorescence assay
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(Boyanova et al., Benzoyl - DL- arginine- haphthylamide
. 2009)

Real time- PCR
.(Saito et al., 2009)

Tannerella forsythia

PCR
DNA
Periodintitis 48
3< Periodontal pocket
(Loo et al., 2009)

[ ]
[ ]
.Periodontal probe o
Paper point o

Normal saline > (0.5)
.(Zuger et al., 2007)

.PCR
Trytic soy agar (TSA)

(1) %(0.4) ( %5)
3 Q) (%5) Brucella agar (Sabet et al., 2003) K
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(Meurman et al ., 1997) K S (10) Hemin
7-5 37 (Oxiod) Gaspak anaerobic system

Yeast-Cysteine-Blood agar (YCB)
Hemin %(0.001) K %(0.0001) (Gersdorf et al., 1993)

.(Yoo etal., 2007)
.Light Microscope -1

.( Tortora et al., 2010)
.Fluorescent Microscope -2
Acridin orange
/
.(Tortora et al., 2010)

Esculine bile salt

.(Braham and Moncla., 1992 ; Gersdorf et al., 1993)

Boiling method DNA
DNA (Freschi et al., 2005)
UV-Transilluminator DNA
.(Sambrook et al., 1989)
BIONEER
Primers for T. forsythia size
Tf-F 5- GCG TAT GTA ACC TGC CCG CA-3 641bp

Tf-R 3- TGC TTC AGT GTC AGT TAT ACC T-5




84

96.9 (Forward)
133.9 (Reverse) / 100
(Stock solution) / 100
/ 20 Working solution
.(Loo et al., 2009)
25
1X 12.5ul Go Taq®Green master mix, 2X
0.1- 1.0p 0.25-2.5ul Up stream primer, 10uM
0.1-1.0p 0.25-2.5ul Down stream primer, 10uM
<250 ng 1-5ul DNA template
N.A 25ul Nucleuse- Free water to
Thermal Cycler
° 60 30 ° 95) 35 ( ° 95)
( 7 ° 72) ( ° 72 30
DNA Ladder 100 PCR
60 100 %1

260 UV-Transilluminator

(%100) 48 48
(2,1)
(3) .(2007) Martinez
(%27.3) (30-20)
(40-31) (%54.5)

(%29.4) (%11.8)
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Tannerella forsythia

7-5 37 Brucella agar  Tryptic soy agar
Yeast- cysteine- blood agar (YCB)
(YCB) 1
(1)

(Zuger et al., .(2)

2007)

3) ( ) "
.(de Lillo et al., 2004 ; Leys et al., 2002) Tannerella forsythia
Tannerella forsythia

Esclin-bile
(Sakamoto et al., 2002 ; Braham and Bacteriodes salt

.Moncla., 1992)
(%20.8) (10) Tannerella forsythia
.(%79.2) (38)

Tannerella forsythia

(Loo et al., 2009; Suzuki et al., 2004)
N-acetylmuramic acid
PCR
(2007) Slots

Tannerella forsythia ( 2011) Honma
N- Trypsin-Like protease Sialidase
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BspA S-layer benzoly — Val-Gly- Arg-p- nitroanilide- specific protease
( 5.9)
(Kishi et al., 2010)
(2009) Boyanova
Tannerella forsythia
( 75)
(2005) Freschi
(6.5- 5.2) DNA Tannerella forsythia DNA
.(1.8-1.6) /
DNA
(%43.7) ( 21) PCR
(27) 16SrTRNA (641bp)
Tannerella forsythia DNA (%56.3)
DNA (641bp)
Tannerella forsythia Invitro
PCR (4) DNA
Tannerella
PCR forsythia
PCR (1997) Meurman (3)
PCR (%37.9) (%89.7)
5
PCR (2007) Tanner
Tannerella
forsythia
PCR
( 4.8

PCR
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(2009) Boyanova
( 7-5) (%50)  ( 5-3) (% 37.5)
7 (% 37.5)
(266) (2009) Loo
PCR (% 26.3) (70)
01
48=
(%78.1)25 (%21.9)7 (%66.7)32
(81.2)13 (%18.8)3 (%33.3)16
(60-22)35
5.9
.(PCR) )
48 =
(%53.1)17 (%46.9)15 (%66.7)32
(%62.5)10 (%37.5)6 (%33.3)16
(60-20)35
4.8
:3
(%45.5)10 (%54.5)12 (%72.7)16 (%27.3)6 22 30-20
(%70.6)12 (%29.4)5 (%88.2)15 (%11.8)2 17 40-31
(%60)3 (%40)2 (%80)4 (%20)1 50-41
(%50)2 (%50)2 (%75)3 (%25)1 4 60-51
(56.3) 27 (43.7) 21 (79.2) 38 (20.8)10 48
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